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Abstract: In our previous work, degenerate PCR and chromosome walking technologies were used to obtain one pheromone

receptor gene and one pheromone precursor gene from Lentinula edodes. In this study, four pairs of specific primers were designed

according to the whole genome sequencing of the protoplast monokaryon of Lentinula edodes strain 135, to amplify STE3-like

pheromone receptor gene and its flanking conserved genes in the protoplast monokaryon strain SUP2 derived from Lentinula edodes

strain Suxiang and 33,655bp DNA sequence was obtained. By BlastX search, seven putative genes were identified, and three of them

are pheromone receptor encoded genes. Furthermore, near to two pheromone receptor genes, four genes encoding proteins with

conserved motifs of pheromone precursors were found. This study firstly reveals the molecular organization of the B mating type

locus of Lentinula edodes.
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Table 1 Primers used for amplification of the B mating type locus of

Lentinula edodes strain Suxiang SUP2

51914 7k 5191541
Primer Sequence (5'-3")

LErcb-F1 GCTGGGTTCTTGGCCTTGCTCCTT
LErcb-F2 ACGAGGAATGACTTGATGGGCACA
LErcb-F3 TGAGCAGCTCATGCAGTGTGGTCC
LErcb-F4 AGCCAGGCAAGAAGTGGCAAGAGAC
LErcb-R1 AGTTACGCCTTCCATGCTACTGTA
LErcb-R2 GATGGAAAACGACGAGATAGCGGC
LErcb-R3 GTCCTCCCTTGATCAATAAACCAT
LErcb-R4 GGAAGATGAAAACCCATGCGATGA
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Table 2 Putative homologue genes identified at the B mating type locus of Lentinula edodes strain Suxiang SUP2

[F]J5%E D Homologue gene

5 A
.. ET S| GenBan 3% 5 EfA B ST
Gene Position
Protein encoded GenBank accession No. E value Bits score
LEB-upl 296-1344 Laccaria bicolor predicted protein EDR12739.1 9¢% 193
LEphb1-SUP2 5835-5987 / / / /
LEphb2-SUP2 7221-7400 / / / /
LErcb1-SUP2 7951-9140 Laccaria bicolor STE3-like pheromone receptor EDRO00817.1 6¢% 141
LErch2-SUP2 11843-13032 Laccaria bicolor STE3-like pheromone receptor EDRO00817.1 7¢7 124
LEphb3-SUP2 13685-13867 / / / /
LEphb4-SUP2 15069-15224 / / / /
LEB-m1 17088-18863 Laccaria bicolor predicted protein EDR06343.1 le-'# 513
LEB-m2 23724-25244 Laccaria bicolor predicted protein EDR00821.1 6¢- 168
LErcb3-SUP2 29812-31031 Coprinopsis cinerea pheromone B alpha 1 receptor EAU87392.2 8e-'" 208
LEB-dnl 31733-33318 Schizophyllum commune hypothetical protein EF199211.1 8e-"’ 166
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Fig. 1 Schematic for molecular genetic structure of the B mating type locus of Lentinula edodes strain Suxiang. A: Relative positions of designed PCR

primers and amplified DNA fragments in this study; B: Order and orientation of genes at the B mating type locus region.
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Fig. 2 Alignment of amino acid sequences of pheromone precursor at the B mating type locus of Lentinula edodes strain Suxiang. Italic letters show

conserved motifs of pheromone precursor of basidiomycetes.
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